N G
HiScribe™ T7 mRNA & A& (i3 CleanCap® Reagent AG )

RNA FRTEF

re iSO ST RN RNA 5T dERe

be INSPIRED
drive DISCOVERY
stay GENUINE

= £ g
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H=x

3 35l 12—15 RNA £l

3 RNA MR 12 Luna” B qPCR HifEH
3 M4 RNase 5 12 Luna® 38 H#HEHE qPCR TR
3 /NEL RNase S5 12 Luna® il JH4REF—251% qPCR FiliR I
12 Luna® il JH—2% qPCR Filiil
4_8 RNA é[E/f ’k} 13 LunaScript® JZ#45% SuperMix 7 &
4 Monarch 2 RNA /MEHEEGRALE 12-13  —H vs FiiE RT-gPCR

14 ifb@il

5 RNA $RHGRE/NIEA:
NA BRI 15 SCEHER

6 Monarch 5 RNA /MR BORFI SRR

R AU e
7 5 RNA $2H & afifb ) e e re 1 6_ 1 7 R§A1¢;l£ﬁny%jiq}
I B

8 RNA Zifk 54
17 Hiscribe™ RNA & BGRF &

LRI R N 18 2 RNA T

9 NEBNext® Ultra™ II RNA S48 5k S0 %

P CRISPR/Cas9 SEI
9 NEBNext® Ultra™ I1 RNA R4S Stk S0 18 EnGen® sgRNA il
k= gnvilrey g 5. o g
9 NEBNext® rRNA ZEFEIAFI& 1 9—2 1 XE%’JB{‘ 7‘147:77&
v2 - NN/ KRR, 19  FFrahh: RNA SR
9 NEBNext® rRNA EFRIRAE - 4 20 ﬁﬂ%ﬁﬁfi
9 NEBNext® Globin mRNA & rRNA 21 HREraSh. SplintR® EEREE
ARG - N/ 3 o
9 NEBNext® RNA 2 B FEL 2 2—2 3 T/Tm\@{ﬁ ;Q\
9 NEBNext® Poly(A) mRNA f{4: o) Bk
10 Small RNA 5
10 NEBNext® Small RNA S &R A& 24 RNA Markers & Ladders

10 RNA EIFEATERS

11 NEBNext® BAZHJl/ FRAGH LA 8B RNA SO
il ke

11 NEBNext® HAMNI/ IS cDNA
Bk & IR
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NEB BN RNA W57

ZAPEHT, AT RNA ZAHUIhREMFLARBR T'ERER5K DNA st E (5 R AL
BEAN, BREIN) RNA F28: (A) /56 RNA (mRNA) , 1% DNA {5EfZiEEH)
RNA, (B) %42 RNA (RNA) , #liIP4Lisf e AAm, (C) HEF RNA (R-
NA) , BRI FEN Sy . BRI, RNA SR SHAYIERE, s
el . BEE RNA S FTREDINEARM S, 2 BT hRe 5/ RNA
KAESNTS RNA BRI, F1A0: microRNA (miRNA) . FRIR RNA, KR4S RNA (1-
ncRNA) | #{=/N RNA (snoRNA ) A5 RNA (exRNA) . BbAh, RNA (EAfit/R T
RNA [ el XA AL R, FaR & LS 145 T LA RNA 2
Wt ST 2%

NEB WHHtH T RNA WIRM RIS, dE. RNA 4ifb, 8. R, &gk
B R ST S R TSR E AR R B RS, A i S AR BT ol
AT R HEAh, FRATTGFE ST R R B RS S AR PR TR R . Tl 2
I LS TR RSSO 7 S RE I TG =

WFHF MR TR —4 . % RNase 53

o)

| saim O stHEs
H
Dust & air Wear laboratory gloves Diethylpyrocarbonate (DEPC)

and change them often treatment:
1.Add 1 ml DEPC per liter

of solution.
Skin & hair 2. Stir for 1 hour.
3. Autoclave for 1 hour.

& pepc:
Aqueous solutions Use RNase-free certified, disposable « Compounds with primary
& reagents plasticware and solutions amine groups (e.g., Tris)
« Compounds that are not
stable during autoclaving

Not using DEPC?
Prepare solution with Nuclease-free
Water or Milli-Q" water

Most surfaces Decontaminate glassware
(doorknobs, keyboards) & plasticware

Maintain a separate, clean
surface for RNA work

Dissolving solids:
« Use high-purity solids
(e.g., DTT, nucleotides, manganese salts)
+ Use autoclaved DEPC-treated or Milli-Q water
« Sterilize with a 0.22 pm filter

7 RNASE #0515

/B RNase #0I3 Btk RNase #0551 FEREERE AN
( NEB #M0314 ) ( NEB #M0307 ) (NEB #51402
AL AE R - F A% RNase A, B. C #Y5E M - #i0%) RNase A BUESHOSE M
- DTT SRE <1 mM BSE i  SEMBFREERRE - 5ZFh RNA (EELTTERE, TS
. 5%%‘&%%“&&%%%5 (§:H EDTA —i2f£f, MM CRmaEN
RT-qPCR

JFJE RNA 5T, 158l NEBrna.com

—‘ RNA_Tech_Guide_cn.indd 3 $

515

/»ER RNase &1
( NEB #M0314 )

* 5 A/% RNase H)HIFIARLL, LA MLRESIIER

* ERATHREMRE DT AR5 (20, A
RT-PCR ) .

o $Rft GMP B0 (£ 16 7T )

HERE
% NEBrna.com ZEEHXFIE

* RNA &RiFH
NEB & A% RNA B9 7= 4R : MAEARAAZZINE

* Monarch #E&4E ¢ F M
F+2% DNA #0 RNA Zhi{L 4258, 7 % NEB Monarch
BRI FI SRS

* Luna qPCR & RT-qPCR i& it 7 F i
EFEEA Luna F=mIEESFE, 7 f& Luna gPCR
& RT-qPCR X FILHE K B2 7= fh b 8

* NEBNext ZEFik#FAt, &M T lllumina F&

TR NEB NGS XEHIRAZE, EHT M
Z%, #m. RNA. 7]\ RNA 01 DNA

* 3§ COVID-19 Hi5
T % NEB 4nfa s Pt AT e AN RN B S5 M T
N0

* IS
NEB EUFTBS R A IRFFRIREMIEME, TTAT RNA

(LIRS

* RNA 15 E
THANAEIR, TRESTANA MR RN A

Find tips for
avoiding RNA
contamination.

*see back cover for details
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g RNA i1k

RNA 4iifk,

e RNA ST RN H B ER, nvilE. SEsRH T cDNA 5k, RT-
PCR. RT-qPCR fll RNA-seq. RNA Zifbi) ik Lrt, 2Rm- S5, &
ARSI ER %

Monarch 5 RNA /NETEBUAFIE

Monarch & RNA /NESEBURG GO — R BUTFAEL AL RNA [ 22 SRR &
REMERER R . LR, gDNA Bk, & TS FEY AT IUL RNA,
IREFRAML . MR AIEFLEN AL, Wi TR, Ay | EEEERIAAY
BN RIS 2R . W TR . 1 s A 1 S I R A SR
A PRBUS RNA, A6 8 RNA L R0 S8 wT DL T2l Ak il 2 U 5 i R AR
B TRIzol” JEEUMAEA, $RIRALIGH RNA HAMRE TR A, . FI A, b
¥4 =1.8. & RIN {EFIURAK gDNA 558 ; JFH RNA JEBAALE 5880 miRNAs FH5E
LM rRNAs. 5340, SO 254 S o] LU v M 0 %6 /N F 200 ne B9 RNA, 285
miRNA ., 5S rRNA Fll tRNA, 2521 RNA W H T RT-qPCR. cDNA £ .
RNA-seq. Northern blot 375 T L5 .

PR FEAA I Z T AR R A P A 22 35 100 ng B 5T

5 RNA — 305008
o WHT LAY, SRRSO/ S0 ) R ;
aifb I LA H B /M RNA , £94% miRNA Fil > 20 nt #9785 RNA;

+ $fl DNase 1. gDNA KER&EOHE. S AR K FIFE IR

o+ ASCBAE QlAcube® Al KingFisher Flex FE L, MRS H B RNA;

A RNA SeHAifbfige s 58, YEM e,

Monarch 3 RNA /N BGR & oh WAL AR v 4k & i) SARS-
CoV-2 Ji& RNA

Amplification

Standard Curve

3,000 T s

2
2,500 T =

2%
2,000 1

E 1,500 + J\.og Stamn‘g Quantity °
o .
1,000 1| PK Protocol el
Quick Protocol :
500 1 B B
ot S L LW L 4
0 10 20 30 40

Cycles

Monarch & RNA /N E1EBR TR . ZEEBE K FIIEIRIELL TR TMEE B ALET SARS-CoV-2 N B ANA 89 10 154 75 REAYHE
TBHA 5B RNA, ZE1LEY ANA /5 100 pl ERBRAEK SR, 72 50 %) 500,000 #5 R 59758 ANAUL. 12/ Luna 18 FEER
—25 RT-gPCR 7 & ( NEB#E3006) , 12 WEIRE 50 TR ( #e WEIRITLLE A E ) 19 ANA &2, FF AT 7 5-Log SERIA
ke W Z] SARS-CoV-2 N & F 92 142 & EliK

S

(I | |

Monarch & RNA /MEREUKFIE ( NEB #T2010 )

o HERTN:

100 pg RNA

* RNA X/Jv: >20nt
© i Azeo/zao 0 A260/230 218
o RIRHEAE. Si& 107 fAfEs; 50 mg AL

© BEBAR:

30-100 pl

o R REAREEmE

° TR A : NGS RNA XEfI% . RT-PCR. RT-
qPCR #0 Northern blot 247

B 6 TFHE BB CFAEE

ES AT HALBBTT RIE:

* Hela 4AfE

* HEK 293 4RfE
* NIH 313 £t

e Al

° KRR

* PBMC

e M3

e ME

° RERFFAE

° RERARAE ° FREREE

° RR'BHE ° KitE

° RN o BRZFAATE
° RRALA © FKnt

° NRALA o it

° INRIDEE o R

° INREHE ° ARR4RHE

e HO&LHR  © HiMm

° RiB

BREHEHAZ. 2. RNENER, BESH
%8 6 Ti=ii/1a) neb.com/MonarchRNAinputs,

Yilh] NEBMonarch.com 3RIUA
I3

&% A Monarch /2
RNA /NE1RBUR FIE AR
Thati{k RNA f94%15,

2022/3/3 15:56:17 ’7



RNA Zii{

Monarch TR G HUALAL S TR RNA T8 HH A& T 75550

A. RT-PCR, HeLa B. RNA library prep, rat liver C. RT-qPCR, Tomato leaf
1500 — u—
1000 — S—
700 — —
[FU] 3000.
500 — 150 DB IR R X
400 — s— 100 2000 al
o}
300 — m— 50 & 1500
1000 —
o j
200 — : T T T : T T T . B0 it e s e s T e 8 e b e
150 — 40 50 60 70 80 90 100 110 120(s] e
100 — 0
50 —
15 — e
o
9 = — [0}
-§ - Fy é 3 S 3 — % »
2 c=o 8 8 5 o 5 € 9o 8§ 3 3
s ® 8o Q2 2 5 ¥ @2 @ & ® < g 35 @
4  E2 2 5 % ¥ 3 3 w5 € § & 8 ¢
[0} = SCS m © © © o o 3] o o . . 3
I Z I$T o o @£ o = = o £ O ¢ u o
6000 —
4000 — — e Ll —
—_—__
2000 — — p—
1000 — e
500 — —
200 —
25—
RIN 98 98 80 76 92 88 86 94 89 92 80 79 99 98 10
Ajgopso 2.01 2.08 2.04 2.04 2.06 2.07 2.04 2.06 2.09 2.06 2.10 2.09 2.05 2.11 2.11
Ajgorzo 221 2.23 2.11 235 2.07 2.18 2.14 2.22 2.41 225 2.38 2.30 2.36 2.41 2.46

Monarch /& RNA 7\ 18 B FIZ ( NEB#T2010 ) M7 FAT 126 ZURGHEZ FAEIR AL & RNAo FEER7ZZA9.5% RNA FH Nano 6000 ANA i\ 7 Agilent® Bioanalyzer 2100 185 #7747 ( BRIBEERE RNA (£ /51885
W) o BT RIN BRI 0.0 EFHE RNA B9 ZBEMFAE, FBERITS TH AEIFE M RT-PCR (+/-RT) (A) : &/ ProtoScript Il )R #RA& ( NEB #M0368 ) /LongAmp Tag DNA B2 4 A5 ( NEB #M0323 )
Xt 4 TR ANA B BR#TTIR; NGS XEE#IE (B) - 1/ NEBNext Ulira Il RNA $% 4552 14 X EE R & i AIZ ( NEB #F7760 ) ; RT-GPCR (C) : 1#/F Luna 18 FH—25:% RT- gPCR 1t FIE ( NEB #E3005 ) »

Q RNA iR BUR{ED L

1. #| RNase i&f%: HAT RIS SERNA F2R, FTMAREIEHATIMGIEEMN, ROREMHR
HRAEHAR, HERMRNA GRIPIAFH, H—EAELTRREBHIERHTRERE.

2. FEEREFESHFEE: FPRERERBREEEANERENMNRERE, HABHBFLHRESH
MHBARTEFERLEERERL . FIE 6 T,

3. WMAKATEMBTERAMR: HADNTENHRBIUFERAE RNA TN

4. FTRBESHEERA, —EBETL %MK gDNA: oDNA FZERTT IEIT gDNA K ERE/LE R DNase | 4%

EANIESR TR, T IR A4S DNase | S0

—‘ RNA_Tech_Guide_cn.indd 5 $
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RNA i1k

Monarch S RNA /N2 BOAFE0)
MEAS R In AT i

PIFEARZERL IR ERIREASRIEAR, RNA B8 ARSI ZE 5 . FRILE TS FHEAME] Monarch B RNA

NG G B 2250 A RIN (ERVE, DUSOS AR AR R A B . SIOZifl RNA I, —EAS kg 4, M
i RNA B, Al SE B uT GEAZ 25200

B LR (1)

SRR

Hela 1x10° 4HAE 12-15 9-10 1x107 4RAE

HEK 293 1x10° ZRAE 12-14 9-10 1x107 ZRAE

NIH3T3 1x10° 4HpE 8-12 9-10 1x107 4HRE

A i iR 200 pl 05-1.0 7-8 3ml
A%mE 000 05-10 -8 3ml
REFIRFHLRE 000 05-10 -8 3ml

KR AR 100 pl 5.6 9 1ml*

ikl ol

ik

KR FTAE RHEME 10 mg 25 8-9 20mg
REAREER omg 50-60 89 20mg

AREAE (BRBEIRNREFREFEIG ) 10 mg 40-50 9 20 mg

AREGHE (AFBE) 10 mg 7-10 9 50 mg

KRB AHEMRE 10 mg 2-3 8-9 50 mg
REFRFE G 10 mg 05-15 8-9 50 mg
BRESRNREFMRFE & 10 mg 5-8 8-9 50 mg

RERAA (AFEMK) 10 mg 2-3 8-9 50 mg

INRALA RHEBMER 10 mg 3 8-9 50 mg
BREES AR 10 mg 5 7-8 50 mg
BRESRNREFREFE G 10 mg 8-10 9 50 mg

INRUDAE ( BRESRREFREFREIE ) 10 mg 5-6 8-9 50 mg

AR BRBORABEAR Ix10 %8 80 S Saioge

S. cerevisiae Zymolyase 40 ¥ H9 T EFFE A 1x 107 4AfE 60 9** 5x 107 e

M

PN | VRPN 1x 10° 4Rf8 5 0 1x10° ZRpE

E coli Tk HREEAR 1x10° 458 10 10 1x10° ZAAE
RERANIE RS R REA iemE 00 0 1 10° 4880

FHSBRE | ammamens ik 11 BE 20-30 9 1X10° 4148
TREE )M A AR 1x10° 4B 8 9-10 1x10° 48H

-t

EXMR (BREIRMNAEMNEK ) 100 mg 45 8 100 mg

EM R ( BRBESI RS EMK ) 100 mg 30 8 100 mg

(1) ZAREL AL 7 FREA Y RNA: 5908, BESS ARG/ b0k . L . ML . MR, FUEECP R RLIE s BRI
(2) AR (B, 22, e4528) MSRBCh B A it

ANFURREAR 24 R 1 ml.
* BRI EEA) M5 RNA 1E Agilent® Nano 600 Chip A/ AG I .

HREE., 1511 neb.com/MonarchRNAinputs

—‘ RNA_Tech_Guide_cn.indd 6 $ 2022/3/3 15:56:18 ’7
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RNA Zii{

(RO ]

M RNA $RE & 4lifbin) @i fgueta

A BE | RanE
SR B KR ]
U HAZEER R ORERTROMNTERE , B E R ek
RABRALARA RS « 8 FIE A GRTRAS DNA/RNA 2337 ( NEB #2011 ) F1/3 RNA ZLf5% ( NEB #2012 ) 4T
HEE REERDK., B0 BF M ok AR AR5 V513 RIHE www.neb.com/T2010,
T CRORIERAR, WIRRNEER, ARIEEIRRESART RIS, B20E6 R
Lo e o
NN - HTAEREK (NEB#B1S00) AAEER, TRIEE 510 540, BOJER
AT CHETTRAR (IR, SSHEARE )
I ARBET RAGREA IR -80°C
- F3 Monarch DNA/RNA 1533271 ( NEB #T2011 ) 1545 RNA ZE{R 7RI A2 R pl S22
RNA =21 B REA L B KR ]
HABRBER GRS ORERTEONTRES , (A LA RSB
HABHERLIRATS - {5 FREEA(AFRKY DNARNA 123770 ( NEB #1201 ) /s RNA B4k ( NEB #T2012 ) 474
REERIR, 5507 2T M h o R AR e RS2 18 W4 www.neb.com/T2010,
XA FEEE K LIBAREA, BEES KA (M 5%E] 10% ) STRES %A RNA =&
N CRORERAR, NEELHNEER, #RIIEIEREBERTRIH, BSNE6
= TR iAR A B IRIEH.
- R RIARAREE -00°C, MEHARERIEAS AR RIPRAURE, RNA THE
AR NS TR 2 SE AR, P Monarch DNARNA {RIP I3 ( NEB #1201 ) 1245 RNA 7R 710 FRth iy e 88
.
RNA ale = or 4k == N
. REUPBRIETESERNARE | . 5500~ 25 M5k ANA SIERFIET
ABMBSHHREARTEN | . g mReR, H50~ S FH A RIEE RS
AT Ay ERIMTIREE | - BRI T B EE K I8, ZEAIAZ B EAEE] RNA SiAE> BT, BRiRAEA
hEREBEN B AR,
{% 0D Lk{& . R S A A BT AT 0 2 A N Sy AT Y CAZART|
e — 5 BTSRRI, BEME D, RRERSRE, B RS M
S o REVARAESE |t e, mENRD. EEGRKEEN, EERENEHEOEN, B
YA m F Kimwipe Bk KB EINL, INKBRTAHBNEEEN R,
e - ETHFEMEATEE I DNase | 4038, UNBURMOREA R £ B REE NS R4 DNA
S AT DI) « HEATH PO /ESN DNase | ANEE (3= 55 B0 48 DA
BAEAE CHORAREE, NERRAEER, HRIEENREESERT RO, B50E6
A TUREA RIS B IR
BB, MEREREAEE, ANA R LS ERE R, R
=, EEFE L.
- I RNA SRR B S — KRS, — R RNA SifkAE 2 4%t
RNA FSRMERE | BA/SEEERE
= ? CEEGRNEEN, EEEEREN SO, B Kinwipe BAGEER SN,
=R AR B SR R
AT S B S E KB A B L
RNASREE AR, ToikstiTasest c FREVESMRER RNA, T 30 pl TAXFRES A9 7K AL
e BT CEINARGE (ERFEAEER ) . S50 6 TTHAREBRFIES,

M BB

CEFRORBAEA, FARRTRREURE, MR A, TSR TR -8

LRERAL B9 1)

—‘ RNA_Tech_Guide_cn.indd 7
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RNA 2liftk 5k 4s

TR IS AERAE RNA BERYETOR, PO W SE0Y RNA Alifk )7 kAR Rk
EI, B, FEfRAMESE (IVT) A8 RNA JG, BREBRRBARZERR . P Ike
SRR | RN, BRI T RNP JEIRE RIS TE RNA fR
i, e . AR K 4B DNase I AR bR TR 2205 SN s 2% 5L
2ERATH B, RNA ailfbla A T RNA-seq B RT-qPCR &5 R E0% w8 e .

WL SR Al RNA, AR/ S iR R S REIUTE SR ITIE g
aifl. EEACHEALA R —FhH ] H R PO B P RNA 2Bk . FET B O R 4l
T S T — M ARSI A Bk a4tk RNA BYTRIE 7%, NEB H SEHUN
HIFTE RNA TAEGRAESR A — R A0S PERE H.2 T HIH) RNA 26kt &,

Monarch RNA 204V 27 £ R FY T S PRt i) 2 T AU BB I B DR ROR 368 ) Ty
2R NG RNA BAiAC R s (PRSMEsR (IVT) . DNase I ZbFE . JIE . JEFIFR
id) DA AHE RNA Ak (UeRmy/ &0 JErs—paifh, et
FIGATT T AN WRIECRTE Jrs/ S 74 RNA. NEB #2243 FloRIEI14Y
AHEJIMY Monarch RNA AlALIAFIG, WIARIE A Y H RIE RS, SRR S
CRRFB AT, T LR b I B TR ORCTS Y BR R T SE B R A
RNA RPRFRGERE . MREPRER RS, wIalifh > 25 nc 9 RNA; Hun] DU R
JE IR FERAIE /N 15 ne B9 RNA (f24% miRNA)

(I | |

Monarch RNA &ifki#= (10 pg ) (NEB #T2030)
Monarch RNA &iifk {7 & ( 50 pg ) (NEB #T2040)
Monarch RNA &i{kix 7= (500 pg ) (NEB #T2050)

¥
EHS A B S 4 ER RNA
(A A >1.8)

260/280° 2601230 =
{5 B — e 2 iR AN B 1L A9 RNA LR A

FEBLATRIEZE 6 pl (NEB # T2030 ) =k 20 pl
(NEB # 72040 )

251534 500 pg RNA ( NEB # 172050 )
HOFASEI T R AT AARE 15t FY A B

o] R LA RNA $2BY; MR AR A RNA
FRER O] ASCIRZE QlAcube #0 KingFisher Flex S &
ie=Fiktd

B

BT Es R N fE RNA B2 L Fnikgs (1
40 DNase | #1 £ Es K 4032 )

RNA &BL/E4Ek (IVT #0 sgRNA & 55 )
HEEE RNA B9ZE L A7k 4E ( g0 TRizol F2ENE )

Monarch RNA 44V iH & 245

MONARCH RNA &k it &

NEB #T2030 ( 10 pG )

SaREN 10 g | 50 1g | 500 g

RNA FER K/ > 25 nt (IE%E protocol T [EUT > 15 nt & RNA)

EHEE 70-100%

BB 6-20 I ‘ 20-50 I ‘ 50-100 I

RNA 4 Ao > 18200 A > 18

| BOMEERE S5 o8 LA E R E) 10-15 4350

ERTHEA RT-PCR. NGSRNA SUE#9EE. NGS/\ | RT-PCR. NGSRNA SCEEADEE. EM44% | RT-PCR. NGSANA XEEHIE. RNA. 2
RNA SCEEAGEE. RNA #RiZ RNP %1% . BHUTS. ANA4RIE. B3 | BUES. RNAFRIC. B33

MERRE. BRI T ( OPE/80E ) HF42E RNA
* RNA BBl

NEB #T2040 ( 50 pG ) NEB #T2050 ( 500 pG )

Monarch RNA 4i{LIRFI & (50 ug) H3E4+A0% RNA AifbifFl &L,
RNA FEEAFHY, NTP &8 AL

45 o

35 o

30 4

25 o

Yield (pg)

20 4

WM Monarch® RNA Cleanup Kit
40 4 I Company X

Residual NTP
contamination

sgRNA Synthesis Reaction

Residual NTPs (%)

—‘ RNA_Tech_Guide_cn.indd 8

1&/H EnGen® sgRNA & AL i 7=, S.pyogenes ( NEB
#E£3322 ) #17 6 INRERY SgRNA R VIS,
1 Monarch RNA ZE £ 15702 (5019, NEB # 12040 )
HZREEIRATE (B B HH ) #i74
1, /A 50 yl EREEEAKFEH . 1R#E Trinean
DropSense 16 7249 A, i1 E i sgRNA /=2,
Monarch RNA ZE 1L I RIE /=4 19 SgRNA =2 57 E
T E RNA ZE1L i I E 2 o

AIERER (NTP) B 2EAF LCMS JE,

BT NTP ET7R ( rATP+HCTPHGTP+UTP ) & SgRNA B EEER Monarcn
FRAGET A LT, NEB £ Monarch RNA ZE 143t FIE RNA m%ﬁjg f‘; gﬁ’c

FELBR SgRNA & RER A P EEEE A9 NTP JTHET, 36245
L FRETER ANA LR A E

S
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AR (NGS) W T FEA T RNA BORISFIECE, DA S0 R Bk if 0

Fik Mo T Ulumina

FeF6, il mRNA SOFEFIERERZHEE RNA, Z )51t

17 cDNA &), H#HfT DNA SUEGIEPE . ASBE . WIS da S, &
4L PCR 9714

Get even more from less with NEBNext Ultra II

& HTF Hlumina J7°FE H NEBNext® Ultra™ 1T RNA SCHEHI SR &0 F T4t etk
FMEHESREE S RNA SORRI4T, FFANEE RNA 5 B30 0 R EUT AR SE, A
o LELEE RNA (fRNA) ZFREL poly(A) mRNA
B, MHZAFIETT M 5 ng 5% 10 ng & RNA il # @ is SOk, fih i
ik 1 pg.

WAL HASHAY RNA RAGETR

NEBNext® Ultra™ 11 RNA #8450 St SO 55 72

ANl AR RNA KIRERS B e i) SO%E 7 1

PCR fEH %
RNA &

A& (ng)

0

m NEBNext® Ultra™ Il RNA
SRR CEEENR
= Kapa® Stranded

= Kapa HyperPrep
= lumina’ TruSeq" Stranded

M 10ng. 100ng F11ug #9
AEHZ%  RNA ( Agilent
#740000) #HEEH
Poly(A) B9 mRNA, 5 A&
JH NEBNext® Ultra™ 1l RNA
HEFF 57 1 X 1) 85 1 7
E. Kapa Stranded mRNA-
Seq iEFIZ. Kapa mRNA
HyperPrep 17 =71 lllumina
TruSeq Stranded mRNA 17
EHEXE, VA BIHE
F1 PCR B X 3020 I B 7o

NEBNext® Ultra™ II RNA #5457 5t SO &l 35 &

MA IR B REGE

1¥—i Ge 8901,

Reads 4}#

Reads 541

NEBNext® Ultra™ Il RNA

L BRRMXEHERNE
Z loong
10ng

Reads 44

- Stranded

lllumina® TruSeq®
— Tug
— 100ng
10ng

20 30 40 50 60 70 80 90
GC Content (%)

Kapa® Stranded

Reads 534

Kapa Hyper

20 30 40 50 60 70 80 90
GC Content (%)

0
20 30 40 50 60 70 80 90

GC&E (%)

0
20 30 40 50 60 70 80 90

GC&E (%)

—‘ RNA_Tech_Guide_cn.indd 9

MABHZHE RNA ( Agilent
#740000) #HBEH
Poly(A) B9 mRNA, H{EMH
NEBNext® Ultra™ Il RNA 4%
FMXE#HEXNE (
J0E NEBNext® Poly(A) mANA
MR EESE) | llumina
TruSeq Stranded mRNA 15t7)
Z. Kapa Stranded mRNA-
Seq iEAZ A Kapa mRNA
HyperPrep 117 = E, 1€
H lllumina NextSeq® 500 %
ka7 (2x76bp ) ,

¥ Reads 5 hg19 KR
HHATTHERT o (EFEXT T
#9 Reads i1 EA&F1XER
GC EEH . Uld" Il RNA
FEFF R X EM T [ETRELE
EIYREREIIG—A GC =
BN, mXTFRERF
B, GC &2EAHREEL
BT EERL, XFH
IR B2

S

AN
RNA U 57 ﬁ

NEBNext® Ultra™ Il RNA $&5 S M CEE I ik A &
( NEB #E7760. #E7765)

NEBNext® Ultra™ Il RNA JE845 St BRI & it IS
( NEB #E7770, #E7775)

NEBNext® RNA E£RRit HI=:
e A/ISER/KER rRNA ( NEB #E7400, #E7405 )

* 4A7 rRNA ( NEB #E7850, #E7860 )
* Globin mRNA & rRNA ( NEB #E7750, #E7755 )
* ZPEH RNA £B& ( NEB #E7865. #E7870 )

NEBNext® Poly(A) mRNA f 144> S5 i1
( NEB #E7490 )

NEBNext® #3k35]%1 ( neb.com/oligos )

s ERMNEFE, BEELZLRFXR
o BME2ATIAESRIEA RNA BER, MRIATT A&
ERENEE:
* 10ng-1pg /2 RNA ( polyA mRNA £ {37572 )
° 5ng-1pg (RNA ERBRAE )
* BidiE > PCR fBER RS R IRHI RIS 1
s REXESREMEREIESE
o REMABRMERT, BYT FaiRERRE, 5
BaifbES
o RERZEM ANA (40 FFPE AR ) , RAFHE
TRk

T 5 NEBNext® poly(A) mRNA E 5. rRNA BRI
MEHERELS|Y—EEH

e ZRkE www.NEBNextSelector.neb.com {8
NEBNext selector tool #BBhEHEIEEER) NEBNext®
7= R

EFifi NEBNext.com 3B EH
Zr s B IR HiE I I
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MARERE AR ARG, NEBNext® rRNA EFRIRFAIE v2 Rk S
s HEH A RNAs,
A.

100
90
80 |
70
60
50
40
30
20 4
10
0 -

Reads (%)

1pug 100ng 10ng

|mmRNA B EESRNA |

NEBNext® rRNA ZFRIAFIE v2 TEfRIEFSRARFE N FENY, EAR0h
MR FFPE 24 RNA H1 225 rRNA.
B.

100

rRNA Reads (%)
g
1

RERR =k i
100 ng 10 ng

B NEBNext® M lllumina®

1& /5 NEBNext® rRNA £ i 7= ve ( AN/ AER ) (A B) #7 TruSeq® Siranded Total RNA Gold
Kit (B) MBS/ RNA (A ) FIEEAIE 5 AFZEZR FFPE & RNA (RIN23) (B) 25
IRNA. {&/H NEBNext® Ultra™ Il RNA $% 45514 X H & IR A E il 85 X/, F#77 llumina SR
W (2x750p ) o

MEBISHIXESFHER (seqtk ) 1000 77 (A) F12000 F7 ( B) -1 Reads, Mk LB EH
FHER 2121 Reads, {#FH Mirabait % Z #2421k RVA,

Q RNA i A5/

——

(I | |

Q SMALL RNA il F

NEBNext® Small RNA 32 &= s iR A Z IR 45 A LW R A2 BE 55
RARERB DL BEMA, FREBERAR
RETSLI S HAS = BXER &

RARRERD L B A A

ERNXE~E

a] [ {5 F /2 RNA 1 924 RNA

& T &L/ RNAs ( 20 RNAs F3E B E 1k RNAs )

fRfit 4

8514
NEBNext® Small RNA £ 4 7 3L B il & ik 71
=1 (12 #h Index 51%1) ( NEB #E7300 )

NEBNext® Small RNA £ 4 2s 3T B il & 71
=2 (12 #h Index 5191 ) ( NEB #E7580 )

NEBNext® Small RNA £ 4 7 3L B il & 71
& (48 # Index 5[4 ) ( NEB #E7560 )

NEBNext® Small RNA 284 7 3 Be il it
FE (17 Index 31%1, 5SHEES)
( NEB #E7330 )

[ NEBNext.com TBEZ>=REL

RNA i 5E 814 °

RNA Ry SE& A& DNA, #EFfEFA A2 RNA

gAY DNase | ( 407 Monarch® & RNA /NE3RE

°  IAIHEFTE Agilent TapeStation SE&E KA
& E15F RNA SEZEMEITET (RIN ) SRIF{E RNA
RIGHANRE, BEBALT RNA FEARH
RINEEAFTZT 7, {8 NEBNext® RNA = @]
FITFERIN {&#9 RNA #£2

RNA EE

BUAFIZ PR ARy ) A03EAE (LAY RNA.

o XEEHIFFIRNA R ERR R EEM.

a] 7 Agilent Bioanalyzer. =24 (Z0: Pico

S

3¢ nano chip) EMERE, Lol EHAK
NanoDrop® ZEHHFEITHE RNA IR
B, 7 260 nm (A, ) MEREE, iE
AR HBEORERIETERHTRR
RNA BB HLL S Pt ARk UV 260 nm B
R, XS5 RNA R BT S flit
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NEBNext® H2iif/ #RELG 8 RNA SCER] &

NEBNext® M/ B IGHLA it RNA SCEE IS AR 8T S AMAIISE, 2 pg - 200 ng (14
RNA il 2 KL TR BRI RSO, A TR T i 7R | S aplerty SO

ALK cDNA 5 BAH HEP PRALSR AR,  [RII R I SE R iR AR AR B
FIEFRAM AT AR R DNA. JEZAAY R A NEBNext® Ultra™ 11 FS DNA J

Bl /ARutE S /N dA RGN, i A R o B A

i NEBNext® PN/ B LGSR RNA SOZERIEIR

| L ; alsHe =N 2~y L
RGeSO, RESRIGHE mi SO &
B NEBNext® Kit
1200 - I SMART-Seq® v4/Nextera® XT
1000
‘> 8001
c
L
i
R
# 400
X
200
10 pg Hela Jurkat M1
UHR single cell  single cell  single cell

WX Hela B 458, Jurkat L4006, M1 £ LREALE R HEFEH ERCC RNA Spike-In ;E44# | ( Thermo
Fisher Scientific® #4456740 ) A9 10 pg A BRI ( UHR ) RNA ( Agilent® #740000 ) 29 ##2K #l4 X
o 7 FIRFH NEBNext® B 2056/ 1T 42458 ANA X EEHI& R AIE . SMART-Seq v4 Ultra Low Input
RNA it FIZ ( Clontech® #634891 ) J Nextera XT DNA X/ #I& 72 ( Illumina® #FC-131-1096 )
&, (& NEBNext® it HIZ AT, ¥ 80%H9 cONA fE9#245 2, F 8 1 PCR 1BHF##EXC
o 1€ SMART-Seq v4/Nextera XT JE/ERT, SRR 125 pg cONA 1E25 452, /A 12 1~ PCR
BRI E, RELFT 6-11 NEEHKIELIFEE,

i}l NEBNext® BAAMfii /@A LA & RNA SO & iR Gl & S0O%
AR Al e

——

BRAHE

‘ B 1: NEBNext’ Kit [ 2: SMART-Seq” v4/Nextera® XT ‘
1-5 TPM 5-10 TPM 10-50 TPM >50 TPM
3500
4500
7000
= 3000 —o- = =
4000 ° * + :F
1. 3000
I 6000 - -
3500 2500
2500
5000 .
3000
. 2000
S o mnd 2000 .
2000 1500 -
3000 4 1500
—_—
1500 i
—_— 1000 i A 1000
. —
1000 =
L3 L
- 500 - ool 500
500
0 0 0 - 0-
1 2 1 2 1 2 1 2

—‘ RNA_Tech_Guide_cn.indd 11
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RNA U

NEBNext® & 20 fi1/#8 (I 2 4 2 RNA 3TEE I &t
#= ( NEB #E6420 )

NEBNext® & £ /B {244 = cDNA &R & ¥
¥EiE LR ( NEB #E6421 )

o MEANHRASE 2 pg - 200 ng B9 RNA IS 5
FE. BEEE cDNA XE

© ATHMERNNRFEERAR

© NERIRERFALE, HRMARIEEFFE
ME—BH MBI —BEE

c ERTESMERERNESE, 8 B
FARE. RRLAEFZ RNA

* HDHEEE: XARE. BENIERE, &
DT RIESBANTF iR (ER 8]

WX Jurkat BEZ00E (6 NER ) 91X HIEXE, 2 7IRH NEBNext® 22046/
FBITEIEE ANA XERIEIEAIE . SMART-Seq v4 Ultra Low Input RNA it 7=
( Clontech #634891 ) & Nextera XT DNA Library Prep ift7#Z ( Mlumina #FC-131-
1096 ) #)8& X/, XL llumina NextSeq® 500 ( 2x 76 bp ) i 7. TPM
= BHIT N TFREKENERL, FESALERELTER TPV SEERR
WEIRFREAKE, EAFETELEFFETELFE. EF—H T
HRE=ZIMrE, 1(EMH Salmon 0.6 £ FTE GENCODE v25 #5R ZK A9 EEXT
FEM, BB THEUT TPM SEENRNE G RAHE: 1-5. 5-
10, 10-50 F1 > 50 TPM, 2R7FH5. 1Z/H NEBNext® X/ # & 77 % B
FEZRIITFEEE R,

11
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qPCR FI RT-gPCR

ST E E PCR (qPCR) |, BRI SEI 2GRN 7o PCR GRS FEH ) DNA
BT R PETONE ST IEAR S, P WAKARENS (J: TagMan®)

FIRsE DNA A gkl (. SYBR® Green) . TN RNA BESIEATREIAIE

W55l F S 5B (RT) &) cDNA (Bl RT-qPCR ) , Fil4T qPCR K&l Jif%
SEUTLLE gPCR 43JFiEAT, WulLLE#EINE] qPCR FURE 4T (EI—251% RT-gP-
CR) . —iLuiFEaHE S TR ESZIR A F W, T EX e iate sk 121K
Rl s T ZE0RAT cDNA I, WA SE R #4555 cDNA, F#EAT gPCR Al ( BIPGH
% RT-qPCR )

Luna 255, AHEENAT

NEB Luna RINRAEAS gPCR B RT-qPCR HEAT T HlAl, Ak H T Yukhk sttt
ERIEL. B Luna RGATEAERIERRE SRR BB R FRITERE .

Luna IAEFER
Select your
detection method
s
EE4A DNA  Luna® Universal Luna Universal Probe
= cDNA gPCR Master Mix gPCR Master Mix
(NEB #M3003) (NEB #M3004)
£i{L 9 RNA Luna Universal Probe
Select —#i%  Luna Universal One-Step RT-gPCR:
your target RT-qPCR  One-Step RT-gPCRKit « Kit (NEB #E3006)
(NEB #E3005) « Kit (no ROX) (NEB #E3007)
-_— * 4X Mix with UDG (NEB #M3019)
s LunaScript” RT LunaScript RT
nag Ut my ik SuperMix Kit SuperMix Kit
ps RT-aPCR  (\EB #E3010) (NEB #E3010)
Yozt * *
Luna Universal Luna Universal Probe
qPCR Master Mix qPCR Master Mix
(NEB #M3003) (NEB #M3004)
i) ak<) Luna Cell Ready Luna Cell Ready Probe

RNA One-Step RT-qPCR Kit
(NEB #E3030)

One-Step RT-qPCR Kit
(NEB #E3031)

— 4% RT-qgPCR

Luna RT-qPCR RAFE AL S0 -G (RT) AP e TREOER . R E
Hril) Luna JREBNRAEERER Tag PUSSN DNA BB&THE, KRHXHE UK, HA s
BWERR, 7EREEART 45C NAWHIEEIR . FIb T /E=00 Pk R, HeengkE
G AR HA 1S, Luna 35— RT-qPCR 4X R (& UDG) (NEB #M3019) &
4X WRPE, PIEREFESING, FEIE S HAR RNA SRIEES, . 55E RNA X
9o S AR

(I | |

Luna i&F qPCR FiR#& ( NEB #M3003 )
Luna i& F#R4%t:% PCR TR % ( NEB #M3004 )
Luna @M —%i% RT-qPCR iX # = ( NEB #E3005 )

Luna i# A ##$t—% % RT-qPCR iXFI &
( NEB #E3006 )

Luna $#5t—% % RT-qPCR i # = ( It ROX)
( NEB #E3007 )

Luna #F$t—%i% RT-qPCR 4X TiRi& ( & UDG)
( NEB #M3019 )

Luna SARS-CoV-2 & RT-qPCR #iliX =&
( NEB #E3019 )

bk L]

c FURRAEERERE. RIETREF. ExK
AEH

© ETIMATRRERREL, WAOIMEFER

it 1 R St

© FrE Luna = REE RN, IXFRIAE
EEnERt. REE. BHM. EENE

o X RN RIREIAT] —BAYMERE
© RIRA TR RZNS5H

{5/ Luna BRZRERERNL—FiE RT-qPCR
RR

© MEARERRERE (RT) XEXRRA

© RBHREXEIAREN T BEMRNER
EZIBTE

"DOTS IN BOXES" VISUALIZATION OF DATA

Find an overview
of qPCR.
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RNA &0
8 Luna I8N RUEEREE RT-qPCR, RIFUFE . EEMEELF
Ampilification plot
10 Input
-m 1
W 1ug Standard curve Melt curve
— =01 325
avis 10 ng 3004 Efficiency = 100.4% =
£, Y 4ny 4 1ng 27.5 o é
4 f y M 0.1ng z‘zg =
f y o -9 1 E Nl
408754 { /) M 10pg S fo.o- 2 g |
1 7.5 4 o O
W Trg 15.0 4 Qg o044
B 0.1pg 12.5 4 \' o J
o / B NTC 100, R2=0.998 0'0 N
"2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 001 04 1 10 10¢ 10° 10° 105 10° 107 "~ 657075808590 95
Cycle Quantity (pg) Temperature (°C)

PiA%: RT-gPCR

LunaScript JZF555% SuperMix IR G A% RT-qPCR BUFIAHIERE, HT55 4% -DNA &
. LunaScript PEREHAL, #REFRAN:, HA WO WYY, WHE RT-gPCR
TAEGRME/RERFE o LunaScript LEESRERIY cDNA TIH] Luna SWH] qPCR TR

LunaScript 5t &% SuperMix it 7IZ ( NEB #E3010 )

LunaScript® REFRTRZXFIE (T34 )
( NEB #E3025 )

( NEB #M3003 ) Fll Luna i 4% qPCR IR ( NEB #M3004 ) #E{F qPCR M.
LRI SR T IS RT-qPCR MR 55, SCIRAS A RO 208 . e
DIK 2 8 BRE

LunaScript SuperMix R IRFIEH 55—k cDNA S BT, {7 13

k4L RT-qPCR 3£3&

o {EF{E$ERY supermix B! ( NEB #E3010 ) 4%
SRS FIEANMTURR (NEB #E3025 ) 455
£, ITRMEBIRNER

o EFHHIR T RERRRl, BEEmaEiR
15 min PRI T 5E A% cDNA & 5%

4
o c R EWEEE, FRHEITRANK, NH

TunaSerip? REFESHERME. REE. FHE. ER
Random primer | cDNA _ _RT e 'l‘i%
a;l:ue;\ggg‘s‘on synthesis inactivation
LunaSeript min.,25° 10 min., 55° 1 min., 95° o %ME. REUEHRALIM—, RNA EEEHTE
SuperScript® IV VILO™
Maxima H Minus
iScript™
BioScript™ -
GrandScript - ; e = , S = n
qgScript® - LunaSar EFI]/ﬁ Luna }ﬁ}ﬂll‘ ’ Iﬁﬂﬁ}?\
i W AR >~ TH P
e S - o RSP B R, T
: 77 = = 278,
s %2 qPCR 5 E., 5%
Time (min)
[ifi LUNAgQPCR.com

LER TR 589 cONA AT o LunaSeript SuperMix ¥ Rist = 2 A R L AT [ 5R42, FFaTIX
M ZEm, BE T ANA BEF _—REHEIZ 0,

O HEIHZKESHCH AN RERENG?

=
=
<

NEB TJ4R it L F = & 5 Fe, 937 ProtoScript || %% %Es ( NEB #M0368 ) 1 WarmStart RTx
S&EEKRES (NEB #M0380) , EATERY G (2. LAMP) . H¥IEESIAE 22 Ik
HREESEESSR, EfE www.neb.com/isoamp FKEERY E=REHE S

13
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Luna — % RT-gPCR ey

NEB #24fF qPCR #1 RT-gPCR SEE&#Y Luna /=
fho AR mEIFMAERIEER LUNAQPCR.
com Fif, IWTARTUFEMEIMU—FF
RT-gPCR K3, qPCR (DNA/CDNA A 1EAR) 1k
1ERIES I 324 T,

H & H B kR
° AT RAMEIY R,
W, FESEE 70-200 bp

° B ERHY GC &2 4 40-60%
c EREBESEEX
c BRENAREEHEN"REN

RNA &R

* REFEASHRE. SAENRNAER, Luna
GPCR  AFIE S & AR A (L T 7R &
B9 RNA 3R &

AT RFEFKMERTREN, 5% 89 RNA K
Ttz & EDTA B9 i eh ( 5120 1XTE)

R qPCR SELG R A TE BRI BAEMR

f#F DNase | (NEB #M0303 ) 432 RNA #¥
i, o URRRE R RS R SERY 18

—RERT, SRR RAEZUR
B 10-10° MEEDL, SER, BENLH
HHRE, ANHREATHRES S E
N, ANTHEEE, REBRBURT AN
S, WFE RNA, Luna —H 3Kk FI&T]
Mt TR 8 MEER LM ER, EIRE
Bl 01 pg-1 oo XTREEIRIR, %
FRAERIEIASEE 10 pg-100ng, X F4E1LAY
mRNA, #EFEIRE < 100 ngo X TAshE
K RNA, HEFRIGE <109 PMHEDL,

314
* BAEIMKE 15-30 nt

° IBABE5]4) GC & H 40-60%
* 5|4 Tm 3R 60°C

* {4 NEB #9 Tm calculator ( Tmecalculator.
neb.com ) i+E3[4 Tm, #EFF “Hot Start
Tag" ®E

° 47 EAHN qPOR ZR, 31934 Tm &
HENTE ICIUA

* BEEMEI MR _REN (NkFKEN )
BBk

* BR >4 GREEENRER

AR PCRY

—‘ RNA_Tech_Guide_cn.indd 14

© FRUEAREARIBIES | HRE A 400 M
MRBE, 59RETT T 100-900 M SERE
k=

° BEIMRETHESEE|M —RER~ £
BRI~

s EAKRMARITSI YN, RUEZSHHAR
REEXEFS, MESI¥FFTIRIT RS
=, ERKMERRDE, RREXEEER
1HS IR DUBE 2 P RE RV AR R 1 15

o BRI WA E MAYINE T X k8
o B K28 DNA R9# 1

KRR
° BEMAIREKER 15-30 nt, MRIERIEE
AR ROER

° RIEHIREORER 200nM, {BT] [ FE 100-500
nM Z [E] %

© BERATAE TR T

o —RIEAT, ETOCHERER LT IR RE
AR EFRIERREL

o IBAEIREHHY GC =22 40-60%

© WEHHY Tm RiZEES 96 Tm = 5-10°C, BUR
IEFE S |9 BRI £ 309 B AR PR3 SR $T 232

o BITAVR ST RIZIR KB IE X3k s ;R S5k |

s —RIEAT, RERIZBXEIERSIYHR
EE|MERNE, EAEFEEKX

c R 5 e GEE, FEARERS - FLE
#

ZEYE

* BRSIMAREAE B FT], FREF

EREEEKX

WIHREE, RIESDERFIIERE—HA

TN e EE

RIESERS 2= PCR R & AV NSE B RIE R

FEEH

HAREBRAN K ERERES

TwRERNPRNE—HSARTAS, X

BE— MBS, BIRESE PORE, B
SFEAEY C, fH.

° BFE B FRIBRIGREIORE, K=
E B FI SR SR E R R

S EHNFY T RERRRRENSIH/5F

§, (R B B FFI N R S R A5 M/4R
£t

RER
e BAREFIRE A 55C

s NTFERER, REFRETRFEEME
60°C, J2E 10 7%h

° BT luna REFIRBRNFNE, THEER
HxomE KT 50°C

IS

s —MIERT, ZBULIABRABIREMHRIT
FEREMR

e TTHTRKFERY IS (> 400bp) , {ETHE
FERAL T AT )

* B4 Luna KFEHH BN, FRIDRE
WEETRH PCR X

e WA, THEF “Fast” TBEE (i, Ap-
plied Biosystems QuantStudio® )

° WFARZHIER, ONMEAREEH, RIKE
BT IXET 45 NMER

SRR

* ATREIREFR, AREXZREERE
RE AR L

° XJTF 96 FLAR, HFGEM 20y REGFR, EH
384 7Lk, #FE 10l REMAER

s H—IHARRE=AEER
* RIEB—NY BT EEHAUTR (NTC)

* RET Luna REFEBHNER, IHR RNA 42
REVE MY, MAESRERANY E

* ATEERXXSH, HIEFEIAN 02 units/l
kRS UDG (NEB #M0372), =iRALIE 10 43
$¢O

° Luna S LRSS ZFUEESRA (High-ROX,
Low-ROX, ROX-independent) , HIHREZL
SMNE9 ROX B ATHRAE LR IE

R

* BRE D =10 (TR K AR
1% 2] 90-110%

- HEFH (R) R >099

s B MAIKE. NFE0R MR %D THIA
HirF M
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RNA 463

Luna —27% RT-qPCR [n) iR FE

& AT RERRE BRAE

REFBEAEHIBRRERIR ° EHRAH, Luna WarmStart e 3 R B Y& £ R OB E =2 55°C
TR IER ° X MUt AHIRESIER RT-gPCR JBFR &4

A0 RT-gPCR B9k 1
=0 RT-gPCR #9171

WRITERESBRREERN
qPCR 4 R R IEH 18 =

H A1 gPCR & & BIEE IR ° WRIERAY qPCR (BB B
&S RER RNA, HEBX RNase. DNase 5%+
FIMEIRA A E
RNA A84R =5 1K 45 L i bR 1R RRRFNEEFTHR

RIBUAE, WREBADFEM
B EHIZ T RT-0PCR R

PRI R 1E

B3 RT-qPCR Rz RS, BRBIEARHSE

OPCR R 93 QIR E 47, SHEALAANELR. oPCR | © FEHA gPCR{XERAT, R aPCRIRTEEE
HZRETHEERAENERERERR. DHTEIRR £ B B R E R

SRESHRRF—H

E37 RT-qPCR AT, HFIRIES HAp R, BRIFAEATEES

#E% qPCRIRFFESE
HRABIRRT, 45 PCRARE L
DATEIRAT R R B B A ER

* &MU ABIRE S IER RT-qPCR fBFR &4
REFIRER K 55C
1A ABl FYLES, RE 60°C 1 D hay IR K/SE(HH T

KBESFBFER qPCR Lk

BRI

qPCR dhZk =% EZHRBERTIE. REHRHATIREOASBENZEEIE

DNA #if b4 e e B QPCR RS, FRBRIERHE ° H{RISEMFERIRIE
[ E R ZHARIERH * WIRFTERESBRIERY
F4 90-110% M * B% PORRHH

SRS SEF TR oPCR #hZk

TEHABIRET, 5 qPCRARES

AR . SARILE, BERFERAESEY
NI © BIRMELEAE POR HOIEM Y R

PO SRS e  SERHERNSHEBFHEEAEONE

N o LB NTC AR IR R

REREN, BRBEXETSNE FEHRIT Tm 2 60°CH5 14, EEM Tm calculator B B

WMDERT, B—FH DNA TEDF IR, B B BREE AR E
MR o BRI, EEREIIRE

© BHATA BRI A

BRAERS, HFIEINAET aPCR BYZRER =075 (NTC A MEdR | | 9 10% 9 SUE B AIAMNE G & FHRER

FREHBETI E, NTCC SR | LSBEMERH ) : .
’ * %R 0.2 U/l #EUDG ARR%HE VEE
AEAEICR TR ZBAEF 0.2 Ujpl ARSI UDG KBRS 4

S| NIRRT S (NTC AB M SERIART

BER—3 ) ° EHFRIT Tm 4 60°CHYS 456 /8 gPCR 314 THR 4

® {3 DNase | AbEEREA

' 48 DNA 553
B¢ 3 R 4 RNA e 24 DNA 753 © EFRTEHENMINE TR

15
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e RNA & 8
i A

16

RNA &Y

RO RS RNA J—Fiis WLSEE 775, % RNA BFSEHI RNA 250 0B, IR
M2, BN RS AR, RIS INBImEE . TR S . 78 RNA-ZE
B A EAE RIS AT RIS RNA BAEARRR R Y TRAE . &% RNA &R

AT RIBMDIHEE mRNA . A R TRK RSB PR /N RNA (Fl40: gRNA, RNAi) . It
Hb, PRAMELRIETT T RNA SE1FI CRISPR/Cas9 ZEPE 4k T EMIHF & . A6 T-40HarAE
B, RNA FHIFRI0 573 LU LT RNA 3800 5> 7121

X TARIMEFOR G, BTN AT EAMAS RV AL E A, T REk B = BRI E )
3. NEB SRHETIRMASS RNA & 0RF S, XEGRRI Sl wiEaE & moes i
RNA. MAh, ARG SRR/ (1vT) 3AFIF] mRNA DGR o] B L

NEB [WFZTZRINH GMP ) * 7= il L) SRR DS 30 2 IIUBEE B RBEY mRNA AE72,
Ak HiScribe™ RNA & BRI & T SCHUERM AIMER (1IvT) i, UTEY K7 Rg
FALSL LN, FATTAT RS GMP ZANRA, HF B W SERE BT TCE% i Bk
MBSEIT A"

mRNA & B & NEB AH 25

(I | |

T % RNA 15
W i
NEBrna.com, |§J

A F 2 RNA &

*GMP 7" 2 NEB A9aAEMIE, AT BEA

L FEEDFEEEMN Rowley a9 L) A~k
H, BALELEH L EFFLRE, FEERNF
EREFRA, WEEEGH @bk, e
1509001 F1 15013485 72 EHEKF # ko NEB T4/~
IHEFEHGYHS (APls) , WRT 2B G
th/:k fff”,ﬂ%f/ﬁﬁ/ﬁm:

R R > kR > RNA jnig > Poly (A) mE > RNA 4k

N - o
Q5° High-Fidelity DNA HiScribe® T7 mRNA Kit with CleanCap® Reagent AG

Monarch® RNA

Ao HiScribe T7 ARCA mRNA Synthesis Kit (with tailing)

Cleanup Kit (10 pg)

dNTP solution mixes HiScribe T7 ARCA mRNA Synthesis Kit

E. coli Poly(A)
Polymerase

Monarch RNA
Cleanup Kit (50 pg)

Bspal* nghs\c(?etljg :{KIA Vaccinia

COMING Capping System

SOON Synthesis Components
DNA Assembly HiScribe T7 Quick High @ mRNA Cap
« NEBuilder HiFi DNA Yield RNA Synthesis Kit 2°-0-Methyltranferase
Assembly HiScribe SP6 High Yield ARCA and other
* Golden Gate Assembly RNA Synthesis Kit MRNA cap analogs

T3 & SP6 RNA Polymerases

@ T7 RNA Polymerase

Hi-T7 RNA
Polymerase

Companion Products
RNase inhibitor
(Murine)
RNase Inhibitor
(Human Placental)

Pyrophosphatase,
Inorganic (E. coli)
Pyrophosphatase,

Inorganic (Yeast)

DNase | (RNase-free)

NTPs

@UP) -TTiEGOVP BRIA  * NEB TR S A BASEALRAIL IS (BShice)
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Monarch RNA
Cleanup Kit (500 pg)

Lithium Chloride

Companion Products

Monarch RNA Cleanup
Binding Buffer

Monarch RNA Cleanup
Wash Buffer

Nuclease-free Water
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5 F Hiscribe A2 P73 v RNA

HiScribe /2% RNA S BsGRE AL AR 2 T I B2 HH B FAR 4
MG T PR, e a R IR &

SP6 it F &
HiScribe™ T7
Hiscribe T7 mRNA
ARCAmRNA | ARRAHE
KM= ( & CleanCap®

Hiscribe T7 Hiscribe T7
Hiscribe T7 %3 | $Ri& =3 RNA | ARCA mRNA

Hiscribe
SP6 RNA

BREHRIC

B

WHARC: FAM. FEEZHL (Cy) &
o WHFEALFIZ (FISH)

RNA SRiRHIE| SRHE
(#E2040 ) (#E2050 )

=
( #E2065 )

(M)
( #E2060 )

Reagent AG )
(#E2080)

ARERHE
(#E2070)

FEFAARME: MR, BEF
o I3z

o TR mRAR

o B

= LA MRS M R R AR
o BTN
o RNase fR7

mRNA fa
RNA &£

3 ARCA 3t%5  ANIEFIESSA N ploy (A) &Y
mRNA & 5%

o FHL

o BHEUES

o RINEIE

1L A9 ARCA TiE RNA & Ak
o 1EAR4RAD Ploy (A) 2

o A BRRERILEEL

o BR

o BHEUES

o {RINEIIE

FRMREE AN L T INIE
o HER

o BUTEY
o RINERIE

FA CleanCap Reagent AG $:%% Finig
o BE

o BHUES

o fRONEHTE

412 mRNA fNIB R Gt 17 /e % K A
o B

o BUESY

o RINERIE

AN

TEBANIPs; 5-mC. REREZS

BB NP, 5-mC. REREFSE

RIEMHEY RNA

RFLEH . 52 RNA. dsRNA
o HERK

AU U N N

EEBHNTP
o BRRIBECAERE
o ERIERC

AN

BN —Fhal £ 7 NTP
o BERERCAESE
o HENE

RIEREI RNA
o SELEX
M E
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A )80S RNA HIF CRISPR/Cas9 SE56

EnGen sgRNA S REIXFIE, S. pyogenes

Cas MR/ CRISPR FHLHIIAZ OGS, XL AT P 20 D 53t 4 4 20 ( NEB #E3322 )

TSZIREE MK DNA BN, CRISPRs ( MLHE: i) B ) ul SO 3 A2 7 ) A48 R c PERRRR, RERERE
ZAFEEE FHAEN DNA O, XL EE P HBTREER “spacer DNA” [HIREIF * AR% SgRNA EEik 25 g

TG CRISPR {7 SR NI T RIS RNAs (gRNAs) , Ffif§ gRNAs 5 Cas A%T2H o IREFIRE 4 DUEHER 38R
2545, spacer DNA X)W AY RNA I IREE HANICXT 515 Cas AZIREERA Hbr A B 58 o AR A

FANSE DNA HYIE]

Cas FAIRREAE gRNAs 1515 T AT HARSE #1544, BLC 2N T ARREAT
o EANERBIY T TR R i, RIIEE DNA WEELE (FoRisineE ) ikt
TRREFN gRNA, W] LLS Al Cas TRHEEN) RNA Fll gRNA, EW EH25|\ RNA-Cas
AL Ry U

EnGen sgRNA 5 IAKIEL, S pyogenes Atk sgRNA $2HE T —Fiiaj spbleiseny Jrik,
TR B R FrR AR5 DNA 518, {455 30 min BRI 355577 & sgRNA.

EnGen sgRNA H %R &, S pyogenes HISEH R FE

T T FE &h{t sgRNA
BRI FR5IE 5% DNase &3 Fnidim

3|4 RNA =&

Spy Cas9 MZIREG A FIVIFE /R A EnGen i8I @IHIAE 1 /MRFA SERL sgRNA £

——— Target-specific oligp —————
A 5 e ) 3
7 Target-specific ~ Overlap
promoter sequence

Add at room temperature:

« 2X sgRNA Reaction Mix
(contains scaffold oligo)
| Single-tube reaction « sgRNA Enzyme Mix

\\ -/ (37°C, 30 min.)

g

Target DNA

( GAGAACGGCGAAAACTA ACT
[~ A 9
5 GAGAACGGCGAAAACUA ACU

A | |

=
L C TCTTGCCGCTTTTGAT TGA
A
DNA Cleavage B.| 5 ) 3 —
37— G 5
S. pyogenes Cas 9
Cas9 Nuclease, . scaffold oligo
‘ S. pyogenes l DNA extension
[—P
/ C. | 5 (— ’ )3
3 ' ) 57
dsDNA template
l Transcription
F—————— Target-specific SRNA ————
D. 5 —— O
Target-specific
sequence
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RNA 2. 3%

W
=

AN SOV N A K EWIE

NEB 7EA5 SRR T EA JE E s =ik, BYELE RNA BRSO IF L BT
Zo B, TLGEEEEAFN RNA BEFEH, HAIR RO TR e 4, i
TR FRAE RNA ZEMA AT H . RNA ISR IR I SIREREIX 43 R
RNA Z57Y, {8 4 (AR AL TR, — SRR IS 40 0 P S PR e i oy
BREE RNA 2, flAN: & 5 -IRSHHE) RNA R SAZ IR RNA G
A, AHETVE S R ALY . B4, RNA 37 ASmAERR 2 R IRk
—MIEEHY 37-0OH.

a2 RNA G

NEB e fit 2 F AT AN 6 e 0 e Hielly . DASCRR IS
AR AT B3 e fe it & SR B0 RNA IR

RNA &g

T4 RNA T4 RNA T4 RNA
T4 RNA T4 RNA EHEE 2, IR 2, Ligase 2 5 App DNA/RNA | 5° R4t RtcB

R FEEEE 2 gan 588 K227Q | Truncated KO [E-E=hfu3:1 KM= TR
(#M0204) (#M0239) (#M0242) (#M0351) (#M0373) (#M0319) (#E2610) (#M0458)

E#% dsRNA sht 1%l vvv

RNA 3" RIRHRIE vvv 4 v v v
H15% RNA 5 55% RNA &% vvv

TRRE L% 5 RNA &% vv vv vv vvv vv

5 RREHL vvv
EHESHE RNA B 3 WERER 5

i
it

DNA Fi
TARRE L% 5 4% DNA & vvv

DNA/RNA Rz

EHEM L Hah RNA 1 DNA vV

¥E$% RNA #0 DNA 9 3" B4EREE #n
5 7R

—RKiMFRR

AR R SR & Hh T DNA Fn
A4k DNA 3%

AR R STEE I & vh 8 5% RNA #n
B4k DNA &1

R EREPERERNA 5
Mg

HiEE ° °

vvv vv v A
WERE-ANFRERERE, MRERESE
RERFE BRRE TATZEA, EREEER BERNREMS

19

—‘ RNA_Tech_Guide_cn.indd 19 $ 2022/3/3 15:56:25 ’7




@ RNA {&ff

UESLE:

NEB HREHENA T ZFEARF PRI, B HreE B MhsosE it shae e, 72
Sr PSR, IR THGEE 2l R BT & Bl 448 T NEB TERGAEY)- 9

NudC £ #5ERES ( NEB #MO0607 )
RtcB iE#%Es ( NEB #M0458 )
Sce {RERMENES AEE | ( NEB #M0526 )

SREE AR, BORELZ B QURTREREIT & ok, e AR 5 LATE H 89D

P8, WTHIT DNA. RNA. EEMZHERLLH, A LEfga B SR RF A& . Bl
A R THRIRENSRENS M BIIEA BUILEE 51K, JRIRTIN O TRORSU, 5

GURTERBL

NudC £ &SERES

RicB &£ Es

Sce {ERFRMENE & B EE |

10
)

MO607

M0458

M0526

e sNilE TSRt 2l P
155k www.neb.com/
EnzymesForInnovation

NH, o Nh
=3 N = ~ =
L Y Nude “2“‘*@ . &y
o o N 7—> N o 9 N
0-P-0-P-O o 0-P-0 0-P-0 o
~ot o 0 ~o- o o
HO O OH (‘) OH 1O O OoH (\) OH
() RNA —
NAD*-capped RNA NMN pA-RNA
o) NH, o NH;
HN™ N N— Sy HoN™ N N—">N
) ¢ NudC () 4
N o o N lN/J N o + o <N ‘N/)
0-P-0-P-0— o 0-P-0 0-P-0— o
o o o o
HO O OH S & HO ©OH OH OH
NAD+* NMN AMP

NudC Z—h NUDIX FEREBRES, ©JH 3K #E NAD+ - 1 NADH ANiEAY RNA, 7E RNA A L o E R
5 BREEREL (NAD+ BEIESAINAD ) .

b —)  + OD — P o e &
ssRNA ligase

5'+@:=3' - 5 — 3

27,3  cyclic P

4% RNA FRAY 3 -BERR B S 27, 3-IABEEREH 55— RNA B9 5 - E BT E

Sce PUS1
5’ LJ LJ . L) 3' :

RNA

5 (S VS 3
Y = Pseudouridine

Sce 1R FRIENE S AEE | ( Sce PUST ) BT 45 824% RNA HRFRIENE S5 1L AR IRIENE, YT 5 5% RNA H SR
NEAYEE LIRS T W 5E RNA, REEIRYI A 215 nt THFFREEAIAY RNA,

(I | |
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RNA 1616 “‘y,y“

REEL 5 SplintR 1E

FA TATHR A — R 9 RNA by, Hoop— oA REoRiBYE, 0 SplineR MEHENG . 1406 TR 2 SplintR &4
REMS RS AL A ABI) DNA A TFIRI g, XA et Py 35— Ak LA RNA T {58., %K neb.com/

% DNA gEElEE “JetR” B “WRdE” MOIEE R . XFLIATR 2 E i ) iE YRR NEBTVwebinars
S miRNA . mRNA LLE SNPs WESE B M G, 78 AR FH T2 W5 R £

U, splintR &5 4 HIOEEA B ERE . & HAREMAEDETE, X RNA A

SN DNA EYERIMS CRIRHEE Km = 1 aM) , BEBLAEE IR SYrH G

INF 2N BE SRR BN E RNA. BRI, SplintR JEFERE A RNA A IH A M BLAR 4%

T RNA #571%4% DNA

A' Acceptor (DNA) Donor (pDNA) B Elution relative to standards (bases)
5’ m— O ) e—AN 0 10 20 30 40 50 60
. 5 m I
splint (RNA) o |‘|
Reaction E | I
= I
o R S . S _
5w O ) s FAM (¢ 5 OH A s FAM ‘% B |"|
’ 5 3 e— =
5 I
1 1I 7 I I
or 5 — AN . VAU A e -
3 e— 5 = r
Denature/Detect ¢ 111 |||
I
[ - N ~ _J\ R
I 1l 1
pDNA AppDNA
p FAM  App FAM c
1 II .

ligated product

5 e— /|

SplintR Ligase

0.8
111 s
S o6
-
f=
2 04
[}
©
L o02
T4 DNA Ligase
0 - - o
10,000 1,000 100 10 1 0.1 0.01

Ligase (nM)

(A) FEZBAVHIBFE: 5 BRI, 3-FAM #7069 DNA “HE" BERHEEFAEHA DNA “F3" BEREHBET THZE T ANA B, FERER. ZEYS5ERE
R, BEEEYER: KREEEES (1) . BREBL ONA (II) FIEZESY () o XL ZBETME, EHEREERDE, HBIZHARLN, (B)
1 RNA BB B F SplintR BRI EH B, 25CHEE 157 84: (a) EFE, (b) 1uMT4DNA Z£#RE, (¢ ) 100 0M SpliniR £ /208, 157 AEXT R /=4 ( iBid 4R
AT ) ZIEPONA (1) . AppDNA (1) . ZE=# (1) o (C) EATERERT SplintR % EEHE T4 DNA B8 ( 10pM-10 uM JKE ) H1TiERE, 25CHEE 155
#h, FHXTEETH T, R E R XS RNA FEHF DNA F9:% 1 7718, SplintR Ligase BFZ FE T4 DNA Ligase 05
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RNAG K

EREH Ex ED
HiScribe T7 mRNA Kit with CleanCap )
Reagent AG E2080S 20 reactions
HiScribe T7 Quick High Yield RNA E2050S 50 reactions
Synthesis Kit
HiScribe T7 High Yield RNA )
Synthesis Kit E2040S 50 reactions
HiScribe SP6 RNA Synthesis Kit E2070S 50 reactions
HiScribe T7 ARCA mRNA Kit E2065S 20 reactions
HiScribe T7 ARCA mRNA Kit )
(with tailing) E2060S 20 reactions
T3 RNA Polymerase MO0378S 5,000 units
T7 RNA Polymerase M0251S/L 5,000/25,000 units
SP6 RNA Polymerase M0207S/L 2,000/10,000 units
Hi-T7 RNA Polymerase M0658S 5,000 units
E. coli Poly(A) Polymerase MO0276S/L 100/500 units
Poly(U) Polymerase MO0337S 60 units
E. coli RNA Polymerase, Core Enzyme | M0550S 100 units
E. coli RNA Polymerase, Holoenzyme M0551S 50 units
Ribonucleotide Solution Set N0450S/L 10/50 pmol of each
Ribonucleotide Solution Mix N0466S/L 10/50 pmol of each
Pyrophosphatase, Inorganic (£. coli) MO0361S/L 10/50 units
Pyrophosphatase, Inorganic (yeast) M2403S/L 10/50 units
Thermostable Inorganic M02965/L 250/1.250 units
Pyrophosphatase '
mRNA Decapping Enzyme M0608S 2,000 units
Vaccinia Capping System M2080S 400 units
Anti-Reverse Cap Analog 3°-0-Me-

p , S1411S/L 1/5 pmol
G5 )ppp(5)G '
Standard Cap Analog m’G(5")ppp(57)G | S1404S/L 1/5 umol
Unmethylated Cap Analog G (5°)

. S1407S/L 1/5 pmol
ppp(57)G / o
Methylated Cap Analog for A + 1 sites

S ; $1405S/L 1/5 ymol
G5 )ppp(5)A '
Unmethylated Cap Analog for A + 1
sites G(5")ppp(5°)A S1406S/L 1/5 pmol
mRNA Cap 2°-0-Methyltransferase MO0366S 2,000 units
3’-Desthiobiotin-GTP NO761S 0.5 pmol

cDNA )ik

ERAR B ED
ProtoScript Il Reverse Transcriptase M0368S/L/X 4,000/10,000/40,000 units
M-MuLV Reverse Transcriptase M0253S/L 10,000/50,000 units
AMV Reverse Transcriptase M0277S/L 200/1,000 units
WarmStart RTx Reverse Transcriptase MO0380S/L 50/250 reactions
ProtoScript 11 First Strand cDNA )
Synthesis Kit E6560S/L 30/150 reactions
ProtoScript First Strand cDNA .
Synthesis Kit E6300S/L 30/150 reactions

RNA &l

Luna Universal gPCR Master Mix

Luna Universal Probe gPCR Master Mix
Luna Universal One-Step RT-gPCR Kit

Luna Universal Probe One-Step
RT-gPCR Kit

M3003S/L/X/E
M3004S/L/X/E
E30055/L/X/E

E3006S/L/X/E

200/500/1,000/2,500 reactions
200/500/1,000/2,500 reactions
200/500/1,000/2,500 reactions

200/500/1,000/2,500 reactions

RNA_Tech_Guide_cn.indd 22

RNA f&ll (22 )

(I | |

EREH B ED
(LﬁgaRg;J)be One-Step RT-GPCRKIt | £z 2,500 reactions
LunaScript RT SuperMix Kit E3010S/L 25/100 reactions
(Lsrrl‘;icr”ffégT Master Mix Kit E30255/L 25/100 reactions
tv‘i’l';fupégbe One-Step RT-GPCRAXMix | \yagtas/Lixe | 200/500/1,000/2,500 reactions
k:g;ySQ?S'COV'Z RT-GPCR Muliplex | £30495. 96/480 reactions
RNA ZE4%0 & 11
ERER %S ED
T4 RNA Ligase 1 (ssRNA Ligase) M0204S/L 1,000/5,000 units
;fgmﬁntf;f;:m(fSRNA Ligase), M0437M 5,000 units
T4 RNA Ligase 2 (dsRNA Ligase) M0239S/L 150/750 units
T4 RNA Ligase 2, truncated M0242S/L 2,000/10,000 units
T4 RNA Ligase 2, truncated K227Q MO0351S/L 2,000/10,000 units
T4 RNA Ligase 2, truncated KQ MO0373S/L 2,000/10,000 units
RicB Ligase MO0458S/L 25 reactions
Thermostable 5° AppDNA/RNA Ligase | M0319S/L 10/50 reactions
5 DNA Adenylation Kit E2610S/L 10/50 reactions
SplintR Ligase MO0375S/L 1,250/6,250 units
RNA 5" Pyrophosphohydrolase (RppH) | M0356S 200 units
5" Deadenylase M0331S 1,000 units
RNase I, M0243S/L 5,000/25,000 units
RNase H M0297S/L 250/1,250 units
RNase Hll M0288S/L 250/1,250 units
Quick Dephosphorylation Kit M0508S/L 100/500 units
Antarctic Phosphatase M0289S/L 1,000/5,000 units
Alkaline Phosphatase Calf Intestinal (CIP) | M0290S/L 1,000/5,000 units
Shrimp Alkaline Phosphatase (rSAP) MO371S/L 500/2,500 units
T4 Polynucleotide Kinase MO0201S/L 500/2,500 units
ShortCut RNase |1l M0245S/L 200/1,000 units
XRN-1 MO0338S/L 20/100 units
Exonuclease T M0265S/L 250/1,250 units
NudC Pyrophosphatase MO0607 250 pmol
Sce PUS1 M0526 5,000 pmol
gRNA G,

EnGen sgRNA Synthesis Kit,

‘ ‘ E3322S ‘ 20 reactions ‘
S. pyogenes

RNA il

ERER B ED

RNase Inhibitor, Murine M0314S/L 3,000/15,000 units

RNase Inhibitor, Human Placenta M0307S/L 2,000/10,000 units

Ribonucleoside Vanadyl Complex $1402S 10 ml (200 mM)
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ERER ES ED
NEBNext Single Cell/Low Input RNA

Library Prep Kit for Illumina E642031L 24196 reactions
NEBNext Single Cell/Low Input cDNA )

Synthesis & Amplification Module ERZISL BR S EITE
NEBNext Ultra Il Directional RNA E7760S/L 24/96 reactions

Library Prep Kit for Illumina

NEBNext Ultra Il Directional RNA

Library Prep with Sample Purification E7765S/L 24/96 reactions

Beads

NEBNextAU\tra Il RNA Library Prep Kit E77703/L 24/96 reactions
for lllumina

NEBNext Ultra Il RNA Library Prep with )
Sample Purification Beads BRI AR
NEBNext Multiplex Small RNA Library .
Prep Set for llumina (Set 1) E73003/1 24196 reactions
NEBNext Multiplex Small RNA Library )
Prep Set for lllumina (Set 2) EFELRIL DI
NEBNext Multiplex Small RNA Library .

Prep Kit for Illumina (Index Primers 1-48) E75605 96 reactions
NEBNext Small RNA Library Prep Set for )
llumina (Mutplex Compatibl) E73303/L 24136 reactions
NEBNext rRNA Depletion Kit v2 E7400S/L/X 6/24/96 reactions

(Human/Mouse/Rat)
NEBNext rRNA Depletion Kit v2

(Human/Mouse/Rat) with RNA Sample | E7405S/L/X 6/24/96 reactions
Purification Beads

NEBNext rRNA Depletion Kit (Bacteria) | E7850S/L/X 6/24/96 reactions
NEBNext rRNA Depletion Kit (Bacteria) .
with RNA Sample Purification Beads | = 200/ /X 8/24/96 reactions
NEBNext Globin & rRNA Depletion Kit .
(Human/Mouse/Rat) E7750S/L/X 6/24/96 reactions
NEBNext Globin & rRNA Depletion Kit

(Human/Mouse/Rat) with RNA Sample | E7755S/L/X 6/24/96 reactions
Purification Beads

NEBNext RNA Depletion .
Core Reagent el E7865S/L/X 6/24/96 reactions
NEBNext RNA Depletion

Core Reagent Set with RNA Sample E7870S/L/X 6/24/96 reactions
Purification Beads

NEBNext Poly(A) mRNA Magnetic E7490S/L 24/96 reactions
Isolation Module

NEBNext Library Quant Kit for lllumina | E7630S/L 100/500 reactions
NEBNext Multiplex Oligos for Illumina .
(Index Primers Set 1) E7335S/L 24/96 reactions
NEBNext Multiplex Oligos for lllumina ,
(Index Primers Set 2) E7500S/L 24/96 reactions
NEBNext Multiplex Oligos for lllumina .
(Index Primers Set 3) E7710S/L 24/96 reactions
NEBNext Multiplex Oligos for lllumina )
(Index Primers Set 4) E7730S/L 24/96 reactions
NEBNext Multiplex Oligos for lllumina )

(96 Index Primers) E6609S/L 96/384 reactions
NEBNext Multiplex Oligos for Illumina E7600S 96 reactions

(Dual Index Primers Set 1)

AR RNA SCFEI (42)

NEBNext Multiplex Oligos for Illumina

RNA_Tech_Guide_cn.indd 23

(Dual Index Primers 2) E7780S 96 reactions

g%Bﬂsﬁu'\g‘gﬂg:elf]g;gsrﬁ;“err”F!:Ts')”a E6440S/L 96/384 reactions

NEBNext Singleplex Oligos for lllumina | E7350S/L 12/60 reactions

DNase | $1402S 10 ml (200 mM)
RNA $H & 4fifk,

ERER B ED

Monarch Total RNA Miniprep Kit T2010S 50 preps

Monarch RNA Lysis Buffer T2012L 100 ml

Monarch RNA Priming Buffer T2013L 56 ml

Monarch RNA Wash Buffer T2014L 50 ml

Monarch Collection Tubes Il T2018L 100 tubes

Monarch RNA Purification Columns T2007L 100 columns

Monarch DNA/RNA Protection Reagent | T2011L 56 ml

Monarch Total RNA Miniprep Enzyme

Pack (contains DNase I, Prot K, and T2019L 1 pack

associated buffers)

Monarch RNA Cleanup Kit (10 pg) T2030S/L 10/100 preps

Monarch RNA Cleanup Kit (50 pg) T2040S/L 10/100 preps

Monarch RNA Cleanup Kit (500 pg) T2050S/L 10/100 preps

Monarch RNA Cleanup Binding Buffer T2041L 80 ml

Monarch RNA Cleanup Wash Buffer T2042L 40 ml

Monarch RNA Cleanup Columns T2037L 100 columns and tubes

(10 pg)

Monarch RNA Cleanup Columns T2047L 100 columns and tubes

(50 pg)

SR T T2057L 100 columns and tubes

(500 ug)

Magnetic mRNA Isolation Kit 515508 25 isolations

EEm;x:{‘]ﬁ'\ﬁethy'ade”w”e E1610S 20 reactions

Oligo d(T),, Magnetic Beads S1419S 25 mg

Oligo d(T), Gellulose Beads 514085 250 mg

Streptavidin Magnetic Beads $1420S 5ml (20 mg)

m’g’r?g?c”gejgseptav'd'” $1421S 5 ml (20 mg)

polyA Spin mRNA Isolation Kit $1560S 8 isolations

p19 siRNA Binding Protein M0310S 1,000 units
RNA Markers & Ladders

EREAR % ED

dsRNA Ladder N0363S 25 gel lanes

microRNA Marker N2102S 100 gel lanes

sSRNA Ladder N0362S 25 gel lanes

Low Range ssRNA Ladder N0364S 25 gel lanes

RNA Loading Dye (2X) B0363S 4ml

Universal miRNA Cloning Linker $1315S 0.83 nmol

23
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ZNRELIE: 400-811-2220/400-690-3366
Hi%: 010-82378266

{&H.: 010-82378262

e-mail: support@neb-china.com

KLIE

New England Biolabs France
Telephone: 0800 100 632
info.fr@neb.com

FEIE / YaHbA

[®3k:  www.neb-china.com
‘B ifs: NEBiolabs

New England Biolabs GmbH
Free Call: 0800/246 5227
(Germany)

eS| Free Call: 00800/246 52277
New England Biolabs, Inc. (Austria)

Telephone (978) 927-5054 info.de@neb.com

Toll Free (USA Orders) 1-800-632-5227

Toll Free (USA Tech) 1-800-632-7799 HA

info@neb.com New England Biolabs Japan, Inc.

Telephone: +81 (0)3 5669 6191
WRFNE 7 Wivh>= info.jp@neb.com
New England Biolabs (Australia) PTY
Telephone: 1800 934 218 (AU) Ba))1153
info.au@neb.com New England Biolabs, Pte. Ltd.
Telephone: 0800 437 209 (NZ) Telephone: +65 638 59623
info.nz@neb.com sales.sg@neb.com

IS £ A
New England Biolabs, Ltd. New England Biolabs (UK), Ltd.
Toll Free: 1-800-387-1095 Call Free: 0800 318486
info.ca@neb.com info.uk@neb.com

Certified

—
Corporation

1509001 1SO 14001 150 13485
Registered Registered Registered

Quality Environmental

Management Management Medical Devices

www.neb.com

One or more of these products are covered by patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc.
For more information, please email us at busdev@neb.com. The use of these products may require you to obtain additional third party
intellectual property rights for certain applications.

Your purchase, acceptance, and/or payment of and for NEB's products is pursuant to NEB's Terms of Sale at www.neb.com/support/
terms-of-sale. NEB does not agree to and is not bound by any other terms or conditions, unless those terms and conditions have been
expressly agreed to in writing by a duly authorized officer of NEB

B CORPORATION™ is a trademark of B Lab, Inc. CLEANCAP® is a registered trademark of TriLink BioTechnologies, LLC. CLONTECH® is a
registered trademark of Clonetech Laboratories. SMART-SEQ®is a registered trademark of lllumina, Inc. NEXTERA® is a registered trademark
of FPL Group, Inc. KAPA® is a registered trademark of Kapa Biosustems. ZYMOLYASE® is a registered trademark of Zymo Research.

CLEAN AND CONCENTRATOR™ is a trademark of Zymo Research. SYBR® is a registered trademark of Molecular Probes, Inc. AGILENT®

and BIOANALYZER® is a registered trademark of Agilent Technologies, Inc. TAQMAN® and NANODROP® are a registered trademarks of
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Download the NEB AR App for
iPhone” or iPad”. Scan the augmented
reality butterfly icon located on the
corner of the page to find videos,
tutorials and immersive experiences.
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RNA Markers & Ladders

dsRNA
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ssRNA Ladder
4 yig/lane.
1.0% TBE agarose gel.

dsRNA Ladder
1.5 yig/lane.
2% TBE agarose gel.

dsRNA Ladder

1 ig/lane.
6% Polyacrylamide gel.

microRNA Marker
60 ng/lane.
12% denaturing
polyacrylamide-urea gel.

NEB #N2102

Low Range
ssRNA Ladder

1 pg/lane.
2.0% TBE agarose gel.
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